
  

Gel Electrophoresis – Standard Curve Analysis for PCR product 
1. Open the photograph in Photoshop. Adjust the levels and contrast so that the bars 

are obvious. 
2. Label the wells according to which DNA samples (e.g. “BM2”) were loaded in each. 
3. Label the sizes of each standard (i.e. 2000, 1200, 800, 400, and 200 BP). 
4. With the line tool, draw a straight line (hold down shift) across the wells at the top. 
5. Find the column with the standard. Using the ruler tool (right click on the 

eyedropper), draw a straight line (hold down shift) from the line to the bottom of the 
first colored bar. 

 
6. At the top of the screen, you should see something that says H: ###. Record that 

number.  



 
7. Open an excel document. Create a chart like this one: 

 

8. Type the H value that you got in step 4 in cell A2, or adjacent to the 2000 BP DNA 
size. 

 
9. Repeat steps 3-6 for the three other bars in the standard column. You should have 

something similar to this: 

 
10. Select your graph, and insert a scatter plot. Right click on one of the points and 

select “Add Trendline.” Right click on the trend line and select “Format Trendline,” 
and the click on the “exponential” option. 



 

11. Go back to your Photoshop document. With the ruler tool, measure the distance 
between the line you drew in step two and the fluorescent bars of each of your 
samples.  

12. Create a new table in excel with your sample names and the H values. 

 
13.  Copy-Paste your first chart underneath. Delete all the data under “DNA Size.” 
14.  In the first cell, type =LOG(2000) and hit enter. Repeat for the other three boxes 

with the numbers 1200, 800, and 400. You should have something like this: 

 
15.  Select these new values, and insert a scatter plot. Right click on a point and add a 

trend line. Right click on the trend line and select “Format Trendline,” and select the 
boxes for “Display equation on chart” and “Display R-squared value on chart.” 



 
16. Copy the equation and paste it into a new box. 
17. In a blank box, type =[your equation, with the x value as the distance for one of your 

samples]. For example, if the equation was y=-0.0041x+3.8282 and the distance for 
sample AT1 was 3 type in =-00041*(239)+3.8282. Hit enter. 

 
18.  Repeat step 15 for any other samples you have. 
19.  In a new box, type =10^[value you got in step 15] and hit enter. This number is your 

number of base pairs! Repeat for any other samples. You want this value to be 
around 710.  

 
 


